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ABSTRACT: Little is known about the potential impacts of accidental or incidental
releases of manufactured nanomaterials to microbial ecosystem services (e.g., nutrient
cycling). Here, quantum dots (QDs) coated with cationic polyethylenimine (PEI) were
more toxic to pure cultures of nitrogen-cycling bacteria than QDs coated with anionic
polymaleic anhydride-alt-1-octadecene (PMAO). Nitrifying bacteria (i.e., Nitrosomonas
europaea) were much more susceptible than nitrogen fixing (i.e., Azotobacter vinelandii,
Rhizobium etli, and Azospirillum lipoferum) and denitrifying bacteria (i.e., Pseudomonas
stutzeri). Antibacterial activity was mainly exerted by the QDs rather than by their
organic coating or their released QD components (e.g., Cd and Zn), which under the
near-neutral pH tested (to minimize QD weathering) were released into the bacterial
growth media at lower levels than their minimum inhibitory concentrations. Sublethal
exposure to QDs stimulated the expression of genes associated with nitrogen cycling.
QD-PEI (10 nM) induced three types of nitrogenase genes (nif, anf, and vnf) in A.
vinelandii, and one ammonia monooxygenase gene (amoA) in N. europaea was up-regulated upon exposure to 1 nM QD-PEI. We
previously reported up-regulation of denitrification genes in P. stutzeri exposed to low concentrations of QD-PEI.1 Whether this
surprising stimulation of nitrogen cycling activities reflects the need to generate more energy to overcome toxicity (in the case of
nitrification or denitrification) or to synthesize organic nitrogen to repair or replace damaged proteins (in the case of nitrogen
fixation) remains to be determined.

■ INTRODUCTION
Quantum dots (QDs) are semiconductor nanoparticles (2−100
nm) consisting of a metalloid crystalline core, such as CdSe or
CdTe, and an encapsulating ZnS or CdS shell that is generally
coated by organic molecules to enhance particle stability and
biocompatibility.2,3 QDs exhibit unique physicochemical and
optical properties such as narrow emission spectra and
photostability, which are useful for biomedical imaging,
therapeutic applications, and solar cells.4,5 These beneficial
applications are challenged by the concern that QDs and other
manufactured nanomaterials (MNMs) could become hazardous
pollutants, and their incorporation into a wide variety of
products is outpacing the development of knowledge and
regulations to mitigate their potential impacts to public and
ecosystem health.6−11 QDs can be toxic to bacteria,12,13

invertebrates,14 and to animal15 and human cells,16 and can
damage DNA17 and enzymes.18 However, little is known about
how accidental or incidental releases of QDs would impact
microbial ecosystem services, such as nitrogen cycling.
The nitrogen cycle is of great relevance to ecosystem health,

water quality, agricultural productivity, and climate change.
Most steps in the nitrogen cycle are predominantly mediated by
bacteria that supply different forms of nitrogen compounds to
higher organisms. Model bacteria that are commonly used to
study the nitrogen cycle include Azotobacter vinelandii, which
can fix nitrogen aerobically as a diazotroph;19 Nitrosomonas

europaea, which is an autotrophic nitrifying bacterium that
oxidizes ammonia to nitrite;20 and Pseudomonas stutzeri, which
respires nitrate to N2 via NO2

−, NO, and N2O during
denitrification21 (Figure 1). These bacteria are relatively well
understood at the physiological and genetic levels, making them
convenient models to study the potential effect of QDs on
microbial nitrogen cycling.
This is the first paper to address how a class of MNMs (i.e.,

QDs) may affect bacteria involved in the nitrogen cycle, and to
quantify their cellular and transcriptional responses. The
coating of QDs plays a key role in their biocompatibility,
stability, weathering, and mobility.12 Thus, we investigated the
potential impacts of two types of QD coatings: anionic
polymaleic anhydride-alt-1-octadecene (PMAO, Mn = 30
000−50 000), and polycationic polyethylenimine (PEI, Mn =
10 000) QDs. The effect of toxic heavy metals (Cd and Zn)
released from QDs was also considered. Minimum inhibitory
concentrations (MIC) and dose−response patterns were
determined to assess the relative susceptibility of different N-
cycling phenotypes. Reactive oxygen species (ROS) production
and the expression of superoxide dismutase (sod) genes were
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characterized to assess the importance of oxidative stress as a
toxicity mechanism. We also quantified the expression of
functional genes involved in nitrogen fixation, nitrification, and
denitrification (and the associated enzymatic activities) during
sublethal exposure to QDs to investigate microbial adaptation
mechanisms and its implications on N cycling.

■ MATERIALS AND METHODS
QD Preparation and Characterization. QD-PMAO and

QD-PEI were synthesized as described previously.1,22 QD size
distribution and zeta-potential were measured by a Zen 3600
Zetasizer Nano (Malvern Instruments, U.K.). QD sizes in 50
mM borate buffer (pH = 10) were 32.6 ± 2.7 nm for QD-
PMAO and 41.6 ± 3.4 nm for QD-PEI. Spectral profiles and
size distributions of the QDs in different microbial growth
media are shown in Supporting Information (SI) Figures S1
and S2, respectively. The zeta-potential (ζ) of QD-PEI in
borate buffer was positive (82.5 ± 7.2 mV), while that of QD-
PMAO was negative, about −29.4 ± 7.3 mV.12 The metal
content of QD-PEI was 94.0 ± 1.0 μg/L/nM-QD for Cd and
36.7 ± 1.2 μg/L/nM-QD for Zn, whereas QD-PMAO
contained 64.5 ± 0.8 μg/L/nM-QD for Cd and 28.7 ± 0.5
μg/L/nM-QD for Zn.
Microorganisms and Chemicals. All the bacteria were

purchased from the American Type Culture Collection
(ATCC, Manassas, VA). Model bacterial used for dose−
response and transcriptomic analyses of N cycling processes
were P. stutzeri (ATCC 17588) for denitrification, A. vinelandii
(ATCC 13705) for nitrogen fixation, and N. europaea (ATCC
19718) for nitrification. Additional bacteria whose genetic
pathways are not as well understood were considered to assess
the relative toxicity of QDs to different groups involved in N
cycling. These include the nitrogen fixing bacteria Rhizobium
etli (ATCC 51251) and Azospirillum lipoferum (ATCC 29707).
The growth media compositions and growth conditions are
described in the SI, as well as the reagents and chemicals used
as ingredients.
MIC of QDs to Bacteria. The minimum inhibitory

concentration (MIC) is the lowest concentration of an
antibacterial agent that can inhibit the visible growth of a
bacterium.23 The MIC of QD-PEI and QD-PMAO was
measured for different bacteria as described earlier.24,25 Briefly,
sterile test tubes contain 1 mL of strain-specific growth medium

and serial dilutions of QD-PEI or QD-PMAO were prepared in
triplicate, inoculated under aerobic conditions with the test
bacteria, and incubated overnight at 37 °C for P. stutzeri, and at
26 °C for A. vinelandii, R. etli, A. lipoferum, and N. europaea. The
tubes were then visually inspected for turbidity development.
Controls (bacteria only) and blanks (broth only) sets were also
prepared in triplicate.

Dose−Response Assays. A. vinelandii was exposed to QD-
PEI (10−200 nM) or QD-PMAO (100−800 nM) for 48 h at
26 °C. A 7-day exposure period (also at 26 °C) was used for
slower-growing N. europaea (as recommended by ATCC), with
concentrations ranging from 1 to 100 nM for QD-PEI or 10 to
500 nM for QD-PMAO. For P. stutzeri, exposure was for 24 h
at 37 °C, and concentrations ranged from 1 to 80 nM for QD-
PEI or from 50 to 800 nM for QD-PMAO. To avoid
background (optical density) noise contributed by QDs, cell
densities were measured by flow cytometry with a BD
LSRFortessa cell analyzer and bacteria counting kit from
Invitrogen. The experiments were conducted at least in
triplicate and repeated. Half maximal inhibitory concentration
(IC50) was calculated using the following equation:
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where y is the observed growth inhibition, y0 is the baseline in
unamended controls, ymax is the maximum extent of inhibition
observed (e.g., 100% for a lethal dose), slope (also known as
the Hill efficiency) refers to the linear part of the QD
concentration versus inhibition curve, and x is the QD
concentration.26 SigmaPlot software (San Jose, CA) was used
to fit this equation to the observed data.
For dose−response tests with metal salts, cells were exposed

to similar or even higher concentrations of dissolved Cd or Zn
(added as ZnCl2 and Cd(NO3)2) as the highest metal
concentrations released during exposure to QDs. Similar to
the QD dose−response tests, exposure times were 1 day for P.
stutzeri, 2 days for A. vinelandii and 7 days for N. europaea.
Microbial growth was monitored by measuring optical density
(600 nm) with a SpectraMax plus spectrometer (Molecular
Device, Sunnyvale, CA).

Release of Metals from QDs and Speciation Modeling.
To quantify the concentration of heavy metals released during
microbial exposure to QDs, the supernatant of the exposure
broth was separated by ultracentrifugation (35 000 rpm for 3.5
h)1,27 after 1 day exposure for P. stutzeri, 2 days for A. vinelandii,
and 7 days for N. europaea. The total dissolved Cd and Zn
concentrations were measured by inductively coupled plasma-
mass spectrometry (ICP-MS) using an Elan 9000 instrument
(Perkin-Elmer, Waltham, MA). Speciation modeling was
performed using Visual MINTEQ version 3.0 to determine
the likelihood of metal precipitation in different growth media
and identify the chemical species that would prevail in solution
at equilibrium. For microbial media with poorly defined organic
substrates (i.e., denitrifiers and N2 fixers media), Stockholm
Humic Model was used to assess potential carbon source−
metal interactions.28

Measurement of ROS. Intracellular ROS production
during QD exposure was investigated as a potential toxicity
mechanism. Two hundred microliters of A. vinelandii, N.
europaea, or P. stutzeri suspension (OD600 = 0.001−0.005) was
transferred to each well on an opaque 96-well plate, after they
were washed twice and suspended in PBS buffer, and blank

Figure 1. The nitrogen cycle and model bacteria and functional genes
used in this study.
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controls were amended with the same volume of PBS buffer.29

The bacteria were then exposed to QD-PEI or QD-PMAO (10
nM and 100 nM) for 1 h and a positive control was treated with
H2O2 (100 μM). One microliter dichlorodihydrofluorescein
diacetate (H2DCFDA, 4 mM in dimethyl sulfoxide) was
subsequently added to each well, and after 30 min fluorescence
was measured with an Infinite M1000 fluorometer (Tecan
Systems Inc., San Jose, CA) at an excitation wavelength of 495

nm and an emission wavelength of 525 nm. Two types of
method controls were prepared. Negative controls with QDs
and H2DCFDA alone (no cells) were prepared to ensure that
H2DCFDA did not yield false positives.30 Positive controls
were prepared with cells exposed to QDs, H2DCFDA, and
H2O2 to obviate false negatives. Bacterial controls (bacteria
without QDs) were also prepared to provide a baseline for
signals from different treatment samples. Background QD

Table 1. Minimum Inhibitory Concentrations (MIC) and Average Aggregate Sizes of QD-PEI and QD-PMAO (100 nM) in
Various Microbial Growth Mediaa

QD-PEI QD-PMAO

species
MIC
(nM)

average QD aggregate
size (nm)

MIC
(nM)

average QD aggregate
size (nm)

ionic strength
(μS/cm)

carbon sources and their
concentrations (g/L)

denitrification P. stutzeri 500 19.6 ± 2.0 >1000 41.3 ± 4.5 1192.5 ± 3.5 peptone (5)
beef extract (3)

nitrogen
fixation

A
.vinelandii

600 2430.5 ± 607.4* >1000 1729 ± 555.1* 1019.5 ± 0.7 sucrose (20)

yeast extract (3)
R. etli 500 812.1 ± 78.9* 400 295.1 ± 9.8* 420.0 ± 1.4 yeast extract (1)

mannitol (10)
soil extract (77 g soil in 200 mL
H2O)

A.
lipoferum

120 27.7 ± 5.7 >1000 4027 ± 1023* 2305.0 ± 7.1 yeast extract (0.05)

nitrification N. europaea 40 35.9 ± 2.8 >1000 43.5 ± 2.2 5515.0 ± 21.2 N/A
aAsterisks (*) indicate significant increase compared to the original size in borate buffer (p < 0.05).

Figure 2. Released heavy metal concentrations (solid lines) from QD-PEI and QD-PMAO in P. stutzeri, A. vinelandii, and N. europaea media, and
corresponding minimum inhibitory concentrations (MIC). Shadowed domains show the range of QD concentrations used for dose−response assay
and transcriptomic studies. The released metals were below their MIC for the model bacteria within the relevant (shadowed) domain.
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fluorescence was subtracted from the signals. All the samples
were replicated at least three times.
Effect of QDs on Gene Expression. For the tran-

scriptomic analysis, A. vinelandii was exposed to 10 nM QD-PEI
or 250 nM QD-PMAO for 1 day, while N. europaea was
exposed to 1 nM QD-PEI or QD-PMAO for 3−4 days. All
bacteria were collected at mid-log phase for RNA extraction.
The specific housekeeping gene gapA (which codes for D-
glyceraldehyde-3-phosphate dehydrogenase) was used as an
internal standard for each bacterium. For A. vinelandii, the
transcriptional levels of cadR, sodA, nif D, nifH, vnfD, vnfH,
anfD, and anf K were determined. We also quantified the
expression of amoA1, amoA2, amoB2, amoC2, hao2, and cycA1,
as well as superoxide dismutase gene sodB in N. europaea.31

Bacteria were collected by 10 min centrifuging at 5000 rpm and
resuspended in RNAprotect bacteria reagent. Cells were treated
with 3 mg/mL lysozyme in TE buffer for 10 min and RNA was
extracted using RNeasy Mini Kit according to the manufac-
turer’s protocol. RNA concentrations were determined by
Nanodrop ND-1000 from Nanodrop products Inc. (Wilming-
ton, NE). cDNA was synthesized overnight at 42 °C by reverse
transcription PCR of RNA (2−5 μg) using random primers
RNaseOUT, dNTPs, and Superscript II reverse transcriptase.
Purification of cDNA was performed with a QIAquick PCR
Purification Kit using the manufacturer’s instructions. Primers
(Table S1) were designed using PrimerQuest (http://www.
idtdna.com/Scitools/Applications/Primerquest/Default.aspx).
Quantitative PCR was performed using a 7500 real time PCR
system from Applied Biosystems (Carlsbad, CA) in 15 μL of
reaction mixture composed of 1 ng cDNA, SYBR Green Master
Mix (7.5 μL), and 0.3 μM of each primer and water. The Ct
values (cycle threshold) were calculated with SDS 1.3.1, and
the 2−ΔΔCT method was used to determine relative gene
expression.32,33 All treatments were run in triplicate and each
sample was prepared in triplicate during PCR test.

■ RESULTS AND DISCUSSION
QD Stability and Metals Release in Different Growth

Media. Different growth media were used in QD exposure
experiments to satisfy the nutritional requirements of the tested
bacteria. This requires consideration of how media composition
affects QD stability and the speciation of released metals. QD-
PEI generally exhibited higher stability than QD-PMAO in
different broths, as reflected by smaller aggregates (Table 1)
and lower metal release (Figure 2). Despite extensive QD
aggregation, no QD-PEI precipitation was observed over the
concentration range used in dose−response and transcriptomic
experiments (shadowed domain in Figure 2); some QD-PMAO
precipitation occurred at high concentrations (1000 nM). The
largest QD-PEI aggregates occurred in broths with high
concentration of complex carbon sources or soil extract (i.e.,
A. vinelandii and R. etli broths, respectively) (Table 1). This
contrasts previous studies showing that dissolved natural
organic matter stabilizes nanoparticles by acting as surfac-
tants.34,35 Apparently, high concentrations of large organic
molecules in our broths (e.g., proteins and humic acids)
enhanced flocculation through interparticle bridging.36,37 The
contribution of broth organic matter in QD aggregation is
reflected by the significantly smaller aggregates observed in
Nitrosomonas growth medium. This medium has the highest
ionic strength (Table 1), which promotes coagulation, but lacks
organic matter which is not needed for autotrophic growth, and
exhibited the lowest extent of QD aggregation.

An important aspect of QD stability is the release of heavy
metal constituents, which can be influenced by the composition
of the exposure media (pH, ionic strength, and presence of
ligands), coating stability, and exposure time.12,38,39 Both QD-
PEI and QD-PMAO released Cd and Zn in different broths,
and their concentrations increased with increasing QD
concentrations (Figure 2). The highest extent of release
occurred in N. europaea broth, which had the highest ionic
strength (Table 1). Increasing ionic strength through salt
addition has been previously reported to destabilize QDs and
promote metal release.12 Visual MINTEQ was used to model
the equilibrium speciation of Cd and Zn released in different
broths (Table S1 and S2).40,41 These simulations predict that
most Cd2+ would be chelated by EDTA in N. europaea broth,
and all Cd2+ associates with carbon sources in P. stutzeri and A.
vinelandii broths. Zn ions would also primarily associate with
organic compounds in both P. stutzeri and A. vinelandii broths,
and ZnEDTA2− would prevail in N. europaea broth. No
precipitation of Cd or Zn species was predicted for any of the
three broths considered. Speciation modeling illustrates how
media composition could influence the bioavailability of
released metals. However, toxicity implications of metal
speciation were not considered due to their low concentrations
relative to applicable MIC values (Figure 2).

Susceptibility of Different Bacteria to QDs. Similar to
previous results with the denitrifier P. stutzeri,1 anionic QD-
PMAO (zeta potential, ζ = −29.4 ± 7.3 mV in the stock borate
buffer) were relatively nontoxic, with MIC values generally
higher than 1000 nM for all strains tested (Table 1). In
contrast, cationic QD-PEI (ζ = 82.5 ± 7.2 mV) were relatively
toxic with MIC values as low as 40 nM for the nitrifier N.
europaea (Table 1). The higher toxicity of cationic QD-PEI
likely reflects their higher affinity for negatively charged
bacteria,1 as well as the fact that anionic QD-PMAO aggregated
to a higher extent (Table 1), possibly decreasing their
bioavailability and toxicity. Unlike other tested bacteria, the
nitrogen fixer Rhizobium etli was more vulnerable to QD-
PMAO than QD-PEI. The growth medium for this strain
includes soil extract, and negatively charged soil organic matter
likely promoted the aggregation of positively charged QD-PEI,
which decreased their bioavailability and toxicity (Table 1).
Dynamic light scattering (DLS) measurements showed that the
average size of QD-PEI increased in this medium to 812.1 ±
78.9 nm compared to 295.1 ± 9.8 nm for QD-PMAO (p <
0.05).
Previous work has shown that dissolution of QD core

components under acidic (pH < 5) or basic conditions (pH >
9) can be a significant cause of toxicity.12 Nevertheless, under
the near-neutral pH selected for the exposure experiments (to
minimize hydrolysis of the organic coating and the associated
release of metal constituents), we can exclude released metals
as principal contributors to the observed toxicity.12 Specifically,
within the QD concentration range used for dose−response
and transcriptomic analyses, metals were released at lower
levels than their corresponding minimum inhibitory concen-
trations (Figure 2). This is corroborated by further experiments
with N. europaea, which is relatively sensitive to dissolved heavy
metals.42 Low (10%) mortality of N. europaea was observed
following exposure to 4000 μg/L Zn2+ and 1000 μg/L Cd2+

(Figure S3C), compared to 90% mortality during exposure to
100 nM QD-PEI, when 450.6 ± 66.3 μg/L of Zn2+ and 39.1 ±
4.9 μg/L of Cd2+ were released, indicating the role of QD-PEI
as critical effector of toxicity. Furthermore, no microbial
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inhibition was observed when P. stutzeri or A. vinelandii were
exposed to the highest observed concentrations of released
metals when these were added as salts (Figure S3).
The coating material PEI can exert antibacterial activity at

relatively high concentrations (e.g., 3000 μg/L, Figure S4), and
its potential toxicity to eukaryotic cells has also been reported.43

However, similar to the metal constituents, the potential release
of PEI did not play a major factor in the observed toxicity.
Separate experiments showed that the tested bacteria were not
susceptible to dissolved PEI concentrations as high as 1000 μg/
L (Figure S4). Considering that the PEI content in our QDs
was 163 ± 3 μg/L/nM-QD (as determined by total organic
carbon analysis described in the SI), the maximum PEI
concentration that could be released to the broth by 4.7 nM of
QD-PEI (i.e., the IC50 for N. europaea, Figure 3) would be 770
μg/L, which is too low to cause bacterial inhibition. This is a
conservative estimate since PEI binds strongly to the QDs and
is unlikely to be completely released. Thus, QD-PEI rather than
released metals or potentially inhibitory coatings were the
principal toxicants in these experiments.
Overall, the denitrifier P. stutzeri and the nitrogen fixers A.

vinelandii and R. etli were the most tolerant to QD-PEI, and the
nitrifier N. europaea was the most susceptible (Table 1).
Nitrifiers are generally quite susceptible to the presence of
xenobiotics and other MNMs.44−46 However, other factors may
have contributed to their lower tolerance, including the smaller
extent of QD aggregation in Nitrosomonas medium (Table 1),
which is conducive to higher surface area for potential exposure,
as well as higher release of metals (Figure 2), and longer
exposure time in experiments with N. europaea (7 days to
compensate for the slower growth of these autotrophic
nitrifying bacteria, compared to 2-day exposure for A. vinelandii
and 1-day exposure for P. stutzeri).
N. europaea, P. stutzeri, and A. vinelandii, whose genomes are

sequenced, were respectively chosen as model nitrifying,
denitrifying, and nitrogen fixing bacteria for dose−response
tests (Figure 3) and transcriptomic analyses (Figure 5). QD-
PEI concentrations that resulted in 50% bacterial inactivation
(IC50) were 4.7 ± 2.9 nM for N. europaea, 26.5 ± 1.1 nM for P.
stutzeri, and 41.9 ± 7.1 nM for A. vinelandii. QD-PMAO IC50
values were 12.1 ± 0.8 nM for N. europaea, 500−700 nM for A.
vinelandii, and more than 1000 nM for P. stutzeri. These data
corroborate that N. europaea was the most sensitive of the
tested species. The high susceptibility of nitrifying bacteria
could have important environmental implications. The
inhibition of ammonium oxidation is conducive to enhanced
nutrient retention in soil (e.g., NH4

+ is adsorbed to negatively
charged soil particles and retained to greater extent than the
main products of nitrification, NO2

− and NO3
−) and thus

decreased water pollution by agricultural drainages.47 Fur-
thermore, decreased NO2

− and NO3
− production by nitrifiers

would decrease the potential for subsequent denitrification and
associated atmospheric emissions of N2O (a green house gas)
(Figure 1). However, such effects are unlikely to be felt beyond
the local scale since it is improbable that the release of QDs to
the environment would occur at sufficiently high frequencies
and concentrations to significantly affect global nitrogen cycling
and climate change.
Assessment of Oxidative Stress As Toxicity Mecha-

nism. Intracellular ROS, which is a main cause for oxidative
stress and has been suggested as a toxicity mechanism for
QDs,48−50 was produced in positive controls (bacteria without
QDs, exposed to 100 μM H2O2), but was generally not

detected in cells exposed to QDs (Figure 4). The exception was
A. vinelandii and P. stutzeri exposed to 100 nM QD-PEI, which
exceeded the corresponding IC50 values. Although H2DCFA
can yield false positives for ROS production in bacteria,30 no
false positive signals were detected in control tests without cells
containing H2DCFA and QDs. For A. vinelandii, the ROS signal
was less than twice that from the unexposed control, although
the difference was statistically significant (p < 0.05). In A.
vinelandii, the respiratory activity of cytochrome bd-type
oxidases protects oxygen-labile nitrogen-fixing nitrogenases by
consuming oxygen rapidly, and this mechanism was postulated
to also mitigate against ROS formation.51 Oxidative stress can

Figure 3. Growth inhibition of P. stutzeri (A), A.vinelandii (B), and N.
europaea (C) exposed to QD-PEI or QD-PMAO. Error bars represent
± one standard deviation from the mean of triplicate measurements.
QD concentrations resulting in 50% growth inhibition (IC50) are
depicted.
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also impact nitrification by inactivating hydroxylamine oxidor-
eductase in Nitrosomonas,52 although no ROS induction was
detected in N. europaea.
Some enzymes, such as superoxide dismutase (coded as sod),

can sense oxidative stress and protect bacteria from ROS, and
sod expression may be induced by H2O2 and intracellular ROS
production.53,54 In A. vinelandii, sodA was induced by both QD-
PEI (10 nM) and QD-PMAO (250 nM), and its up-regulation
(2.9−3.1-fold) was probably related to ROS induction by QDs.
The sensitivity of quantitative PCR exceeds that of the
H2DCFDA assay used to quantify ROS production.55 This
could explain the apparent dichotomy of sod up-regulation with
a lack of ROS detection. However, the lack of ROS detection in

the most sensitive species (N. europaea) and our previous
observations of QD toxicity to P. stutzeri under anaerobic
conditions (which preclude ROS formation)1 suggest that
ROS-induced oxidative stress was not the principal cause of the
observed toxicity of QDs.

Microbial Transcriptional Response to QDs. We
previously reported that sublethal exposure to QD-PEI induced
denitrifying genes in P. stutzeri only under anaerobic
conditions.1 Here, we extend this study to the transcriptional
response of model nitrogen fixing (A. vinelandii) and nitrifying
bacteria (N. europaea) to sublethal exposure to QDs of different
surface charges.
Cationic QD-PEI had a higher impact on gene expression

than anionic QD-PMAO (Figure 5), probably because of
electrostatic attraction between QD-PEI and bacteria.1 For A.
vinelandii, we investigated the expression of a Cd transcriptional
regulatory gene (cadR), superoxide dismutase (sodA), and
nitrogenase genes associated with the reduction of N2 to
ammonia. Three classes of nitrogenases were considered (Mo-,
V-, and Fe-only nitrogenases), all of which comprise two
metalloproteins: component 1 (MoFe, VFe, or FeFe protein)
and component 2 (Fe protein).56 The targeted nitrogenase
genes were nif D and nifH (encoding MoFe protein α chain and
Fe protein subunit, respectively), vnfD and vnfH (encoding
subunits of V-nitrogenase), and anf D and anf K (coding for
subunits of Fe-only nitrogenase).
Up-regulation of gene cadR, which can sense the released

Cd2+ and regulate some metal resistance genes, was observed
following sublethal exposure to QD-PEI (10 nM) and (to a
lesser extent) QD-PMAO (250 nM) (Figure 5). Exposure to
QD-PEI (but not by QD-PMAO) up-regulated genes coding all
three types of nitrogenases, including nif D (1.9−4.0-fold), nifH
(10.5−19.4-fold), anf D (8.1−12.5-fold), anf K (8.1−9.0-fold),

Figure 4. ROS measurement for P. stutzeri, A. vinelandii, and N.
europaea exposed to 10 nM and 100 nM QD-PEI or QD-PMAO.
Bacteria were treated with H2O2 (100 μM) as positive control.
Asterisks (*) indicate significant increases compared to control
samples (p < 0.05). Error bars represent ± one standard deviation
from the mean of triplicate measurements.

Figure 5. Transcriptomic analysis for P. stutzeri, A. vinelandii, and N. europaea exposed to sublethal concentrations of QD-PEI or QD-PMAO. P.
stutzeri1 and A. vinelandii were exposed to 10 nM QD-PEI and 250 nM QD-PMAO under anaerobic and aerobic conditions, respectively, when the
exposure concentration to QD-PEI or QD-PMAO is 1 nM for N. europaea. Asterisks (*) indicate significant induction compared to unexposed
controls (p < 0.05). Error bars represent ± one standard deviation from the mean of triplicate measurements.
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vnfD (7.2−8.6-fold), and vnfH (12.9−13.7-fold). This suggests
that short-term exposure to sublethal concentration of QD-PEI
may stimulate nitrogen fixation. Whether up-regulation of
nitrogen fixation genes was a response to repair or replenish
damaged DNA and/or proteins, which would require more
fixed (organic) nitrogen, remains to be determined. Enhanced
nitrogen fixation, confirmed by the acetylene reduction assay57

(Figure S5), may also be an indirect consequence of the
induction of antioxidant pathways, which would protect against
ROS-induced nitrogenase inhibition.53,58

The genes targeted in N. europaea include amoA1, amoA2,
amoB2, and amoC2 (coding for ammonia monooxygenases
(AMO), which catalyze the oxidation of ammonia (NH3) to
hydroxylamine (NH2OH)), as well as hao2 and cycA1
(respectively coding for hydroxylamine oxidoreductases
(HAO), and its associated c-type cytochromes c554, which
catalyze the oxidation of hydroxylamine to nitrite59,60). QD-PEI
(1 nM) up-regulated amoA1 (1.7−2.5-fold) and amoA2 (1.9−
2.7-fold) (Figure 5) and slightly down-regulated amoB2, amoC2
hao2, and cycA1 (0.6−0.7-fold). Induction of amoA by Cd2+ was
previously reported despite concomitant inhibition of nitrifica-
tion, indicated by a decrease in ammonia-monooxygenase-
specific oxygen uptake rate (AMO-SOUR); this was attributed
to the de novo synthesis of AMO to compensate for damaged
enzymes during Cd2+ exposure.61,62 Inhibition of nitrification
by other metal-based NPs and heavy metal ions was previously
reported.45,63 However, no inhibition of nitrification (assessed
by ammonia removal) was observed in the present study during
sublethal exposure to 1 nM QDs relative to unexposed controls
(Figure S6). The dissolved Cd2+ concentration in this
treatment (0.07−0.08 mg/L) was below the inhibitory
threshold for nitrification, corroborating previous studies that
estimated this threshold at around 1.1 mg/L.61

Overall, sublethal exposure to positively charged QDs
induced the expression of several bacterial genes associated
with nitrogen cycling. Consistent with this finding, higher
denitrification and nitrogen fixing bacteria with no inhibition of
nitrification were observed. Further research is needed to
determine whether this novel finding is a response to overcome
QD toxicity by generating energy (in the case of nitrification
and denitrification) or to obtain more organic nitrogen (in the
case of N2 fixation) to repair or replenish damaged proteins.
The relatively high susceptibility of nitrifying bacteria suggests
that inhibition of ammonia oxidation would be the first
nitrogen cycling process that would be impacted in wastewater
treatment plants receiving cationic QDs and in soils amended
with associated biosolids that concentrate QDs. Whereas this
study underscores the importance to mitigate incidental and
accidental releases of QDs, longer-term studies with mixed
cultures exposed in their indigenous matrices are needed to
assess the potential impacts of QDs and other MNMs on N
cycling, and its implications on water quality, soil fertility, and
ecosystem productivity.

■ ASSOCIATED CONTENT

*S Supporting Information
Detailed description of QD spectra, growth conditions for the
bacteria, acetylene reduction assay, toxicity data for PEI coating
and heavy metal ions, and component release from PMAO
QDs. This material is available free of charge via the Internet at
http://pubs.acs.org.

■ AUTHOR INFORMATION
Corresponding Author
*E-mail: alvarez@rice.edu; phone: (713)348-5903; fax: (713)
348-5203.
Notes
The authors declare no competing financial interest.

■ ACKNOWLEDGMENTS
We thank Candice Sellers and Joel Sederstrom for Cytometry
and Cell Sorting Core from Baylor College of Medicine for
assistance with flow cytometry. This research was supported by
a Joint US-UK Research Program (Grant RD-834557501-0 by
US-EPA and UK-NERC-ESPRC).

■ REFERENCES
(1) Yang, Y.; Zhu, H.; Colvin, V. L.; Alvarez, P. J. Cellular and
Transcriptional Response of Pseudomonas stutzeri to Quantum Dots
under Aerobic and Denitrifying Conditions. Environ. Sci. Technol.
2011, 45 (11), 4988−94.
(2) Li, Y.; Zhou, Y.; Wang, H. Y.; Perrett, S.; Zhao, Y.; Tang, Z.; Nie,
G. Chirality of glutathione surface coating affects the cytotoxicity of
quantum dots. Angew. Chem., Int. Ed. 2011, 50 (26), 5860−5864.
(3) Dennis, A. M.; Sotto, D. C.; Mei, B. C.; Medintz, I. L.; Mattoussi,
H.; Bao, G. Surface Ligand Effects on Metal-Affinity Coordination to
Quantum Dots: Implications for Nanoprobe Self-Assembly. Bio-
conjugate Chem. 2010, 21 (7), 1160−1170.
(4) Mora-Sero, I.; Gimenez, S.; Fabregat-Santiago, F.; Gomez, R.;
Shen, Q.; Toyoda, T.; Bisquert, J. Recombination in Quantum Dot
Sensitized Solar Cells. Acc. Chem. Res. 2009, 42 (11), 1848−1857.
(5) Alivisatos, P. The use of nanocrystals in biological detection. Nat.
Biotechnol. 2004, 22 (1), 47−52.
(6) Lee, J.; Mahendra, S.; Alvarez, P. J. J. Nanomaterials in the
Construction Industry: A Review of Their Applications and Environ-
mental Health and Safety Considerations. ACS Nano 2010, 4 (7),
3580−3590.
(7) Wiesner, M. R.; Lowry, G. V.; Alvarez, P.; Dionysiou, D.; Biswas,
P. Assessing the risks of manufactured nanomaterials. Environ. Sci.
Technol. 2006, 40 (14), 4336−4345.
(8) Colvin, V. L. The potential environmental impact of engineered
nanomaterials. Nat. Biotechnol. 2003, 21 (10), 1166−1170.
(9) Tong, Z. H.; Bischoff, M.; Nies, L.; Applegate, B.; Turco, R. F.
Impact of fullerene (C-60) on a soil microbial community. Environ. Sci.
Technol. 2007, 41 (8), 2985−2991.
(10) Hull, M. S.; Kennedy, A. J.; Steevens, J. A.; Bednar, A. J.; Weiss,
C. A.; Vikesland, P. J. Release of Metal Impurities from Carbon
Nanomaterials Influences Aquatic Toxicity. Environ. Sci. Technol. 2009,
43 (11), 4169−4174.
(11) Wang, Y. G.; Li, Y. S.; Kim, H.; Walker, S. L.; Abriola, L. M.;
Pennell, K. D. Transport and Retention of Fullerene Nanoparticles in
Natural Soils. J. Environ. Qual. 2010, 39 (6), 1925−1933.
(12) Mahendra, S.; Zhu, H. G.; Colvin, V. L.; Alvarez, P. J. Quantum
Dot Weathering Results in Microbial Toxicity. Environ. Sci. Technol.
2008, 42 (24), 9424−9430.
(13) Schneider, R.; Wolpert, C.; Guilloteau, H.; Balan, L.; Lambert,
J.; Merlin, C. The exposure of bacteria to CdTe-core quantum dots:
The importance of surface chemistry on cytotoxicity. Nanotechnology
2009, 20 (22), 225101.
(14) Lewinski, N. A.; Zhu, H. G.; Jo, H. J.; Pham, D.; Kamath, R. R.;
Ouyang, C. R.; Vulpe, C. D.; Colvin, V. L.; Drezek, R. A.
Quantification of Water Solubilized CdSe/ZnS Quantum Dots in
Daphnia magna. Environ. Sci. Technol. 2010, 44 (5), 1841−1846.
(15) Tarantola, M.; Schneider, D.; Sunnick, E.; Adam, H.; Pierrat, S.;
Rosman, C.; Breus, V.; Sonnichsen, C.; Basche, T.; Wegener, J.;
Janshoff, A. Cytotoxicity of Metal and Semiconductor Nanoparticles
Indicated by Cellular Micromotility. ACS Nano 2009, 3 (1), 213−222.
(16) Lovric, J.; Bazzi, H. S.; Cuie, Y.; Fortin, G. R. A.; Winnik, F. M.;
Maysinger, D. Differences in subcellular distribution and toxicity of

Environmental Science & Technology Article

dx.doi.org/10.1021/es203485f | Environ. Sci. Technol. 2012, 46, 3433−34413439

http://pubs.acs.org
mailto:alvarez@rice.edu


green and red emitting CdTe quantum dots. J. Mol. Med.-JMM 2005,
83 (5), 377−385.
(17) Green, M.; Howman, E. Semiconductor quantum dots and free
radical induced DNA nicking. Chem. Commun. 2005, No. 1, 121−123.
(18) Choi, A. O.; Cho, S. J.; Desbarats, J.; Lovric, J.; Maysinger, D.
Quantum dot-induced cell death involves Fas upregulation and lipid
peroxidation in human neuroblastoma cells. J. Nanobiotechnol. 2007, 5,
1−4.
(19) Bulen, W. A.; Lecomte, J. R.; Burns, R. C. Nitrogen Fixation -
Cell-Free System with Extracts of Azotobacter. Biochem. Biophys. Res.
Commun. 1964, 17 (3), 265−271.
(20) Sayavedrasoto, L. A.; Hommes, N. G.; Arp, D. J. Character-
ization of the Gene Encoding Hydroxylamine Oxidoreductase in
Nitrosomonas-Europaea. J. Bacteriol. 1994, 176 (2), 504−510.
(21) Miyahara, M.; Kim, S. W.; Fushinobu, S.; Takaki, K.; Yamada,
T.; Watanabe, A.; Miyauchi, K.; Endo, G.; Wakagi, T.; Shoun, H.
Potential of Aerobic Denitrification by Pseudomonas stutzeri TR2 To
Reduce Nitrous Oxide Emissions from Wastewater Treatment Plants.
Appl. Environ. Microbiol. 2010, 76 (14), 4619−4625.
(22) Zhu, H. G.; Prakash, A.; Benoit, D. N.; Jones, C. J.; Colvin, V. L.
Low temperature synthesis of ZnS and CdZnS shells on CdSe
quantum dots. Nanotechnology 2010, 21 (25), 255604.
(23) Andrews, J. M. Determination of minimum inhibitory
concentrations. J. Antimicrob. Chemother. 2001, 48, 5−16.
(24) Qi, L. F.; Xu, Z. R.; Jiang, X.; Hu, C. H.; Zou, X. F. Preparation
and antibacterial activity of chitosan nanoparticles. Carbohydr. Res.
2004, 339 (16), 2693−2700.
(25) Li, D.; Lyon, D. Y.; Li, Q.; Alvarez, P. J. J. Effect of soil sorption
and aquatic natural organic matter on the antibacterial activity of a
fullerene water suspension. Environ. Toxicol. Chem. 2008, 27 (9),
1888−1894.
(26) Vanewijk, P. H.; Hoekstra, J. A. Calculation of the Ec50 and Its
Confidence-Interval When Subtoxic Stimulus Is Present. Ecotoxicol.
Environ. Saf. 1993, 25 (1), 25−32.
(27) Yu, W. W.; Chang, E.; Falkner, J. C.; Zhang, J. Y.; Al-Somali, A.
M.; Sayes, C. M.; Johns, J.; Drezek, R.; Colvin, V. L. Forming
biocompatible and nonaggregated nanocrystals in water using
amphiphilic polymers. J. Am. Chem. Soc. 2007, 129 (10), 2871−2879.
(28) Unsworth, E. R.; Warnken, K. W.; Zhang, H.; Davison, W.;
Black, F.; Buffle, J.; Cao, J.; Cleven, R.; Galceran, J.; Gunkel, P.; Kalis,
E.; Kistler, D.; Van Leeuwen, H. P.; Martin, M.; Noel, S.; Nur, Y.;
Odzak, N.; Puy, J.; Van Riemsdijk, W.; Sigg, L.; Temminghoff, E.;
Tercier-Waeber, M. L.; Toepperwien, S.; Town, R. M.; Weng, L. P.;
Xue, H. B. Model predictions of metal speciation in freshwaters
compared to measurements by in situ techniques. Environ. Sci. Technol.
2006, 40 (6), 1942−1949.
(29) Wang, H.; Joseph, J. A. Quantifying cellular oxidative stress by
dichlorofluorescein assay using microplate reader. Free Radical Biol.
Med. 1999, 27 (5−6), 612−616.
(30) Lyon, D. Y.; Brunet, L.; Hinkal, G. W.; Wiesner, M. R.; Alvarez,
P. J. Antibacterial activity of fullerene water suspensions (nC60) is not
due to ROS-mediated damage. Nano Lett. 2008, 8 (5), 1539−43.
(31) Mctavish, H.; Fuchs, J. A.; Hooper, A. B. Sequence of the Gene
Coding for Ammonia Monooxygenase in Nitrosomonas-Europaea. J.
Bacteriol. 1993, 175 (8), 2436−2444.
(32) Livak, K. J.; Schmittgen, T. D. Analysis of relative gene
expression data using real-time quantitative PCR and the 2(T)(-Delta
Delta C) method. Methods 2001, 25 (4), 402−408.
(33) Xiu, Z. M.; Gregory, K. B.; Lowry, G. V.; Alvarez, P. J. J. Effect
of Bare and Coated Nanoscale Zerovalent Iron on tceA and vcrA Gene
Expression in Dehalococcoides spp. Environ. Sci. Technol. 2010, 44
(19), 7647−7651.
(34) Li, M. H.; Pokhrel, S.; Jin, X.; Madler, L.; Damoiseaux, R.; Hoek,
E. M. V. Stability, Bioavailability, and Bacterial Toxicity of ZnO and
Iron-Doped ZnO Nanoparticles in Aquatic Media. Environ. Sci.
Technol. 2011, 45 (2), 755−761.
(35) Keller, A. A.; Wang, H. T.; Zhou, D. X.; Lenihan, H. S.; Cherr,
G.; Cardinale, B. J.; Miller, R.; Ji, Z. X. Stability and Aggregation of

Metal Oxide Nanoparticles in Natural Aqueous Matrices. Environ. Sci.
Technol. 2010, 44 (6), 1962−1967.
(36) Baalousha, M.; Manciulea, A.; Cumberland, S.; Kendall, K.;
Lead, J. R. Aggregation and surface properties of iron oxide
nanoparticles: Influence of pH and natural organic matter. Environ.
Toxicol. Chem. 2008, 27 (9), 1875−1882.
(37) Ghosh, S.; Mashayekhi, H.; Pan, B.; Bhowmik, P.; Xing, B. S.
Colloidal Behavior of Aluminum Oxide Nanoparticles As Affected by
pH and Natural Organic Matter. Langmuir 2008, 24 (21), 12385−
12391.
(38) Bian, S. W.; Mudunkotuwa, I. A.; Rupasinghe, T.; Grassian, V.
H. Aggregation and Dissolution of 4 nm ZnO Nanoparticles in
Aqueous Environments: Influence of pH, Ionic Strength, Size, and
Adsorption of Humic Acid. Langmuir 2011, 27 (10), 6059−68.
(39) Priester, J. H.; Stoimenov, P. K.; Mielke, R. E.; Webb, S. M.;
Ehrhardt, C.; Zhang, J. P.; Stucky, G. D.; Holden, P. A. Effects of
Soluble Cadmium Salts Versus CdSe Quantum Dots on the Growth of
Planktonic Pseudomonas aeruginosa. Environ. Sci. Technol. 2009, 43 (7),
2589−2594.
(40) Jonnalagadda, S. B.; Rao, P. V. V. P. Toxicity, Bioavailability and
Metal Speciation. Comp. Biochem. Physiol., C 1993, 106 (3), 585−595.
(41) Wu, Y. Y.; Zhou, S. Q.; Chen, D. Y.; Zhao, R.; Li, H. S.; Lin, Y.
M. Transformation of metals speciation in a combined landfill leachate
treatment. Sci. Total Environ. 2011, 409 (9), 1613−1620.
(42) Sato, C.; Schnoor, J. L.; Mcdonald, D. B. Characterization of
Effects of Copper, Cadmium and Nickel on the Growth of
Nitrosomonas-Europaea. Environ. Toxicol. Chem. 1986, 5 (4), 403−
416.
(43) Vancha, A. R.; Govindaraju, S.; Parsa, K. V. L; Jasti, M.;
Gonzalez-Garcia, M.; Ballestero, R. P. Use of polyethyleneimine
polymer in cell culture as attachment factor and lipofection enhancer.
BMC Biotechnol. 2004, 4, 23.
(44) Madoni, P.; Davoli, D.; Guglielmi, L. Response of sOUR and
AUR to heavy metal contamination in activated sludge. Water Res.
1999, 33 (10), 2459−2464.
(45) Choi, O.; Hu, Z. Q. Size dependent and reactive oxygen species
related nanosilver toxicity to nitrifying bacteria. Environ. Sci. Technol.
2008, 42 (12), 4583−4588.
(46) Wang, S. Y.; Gunsch, C. K. Effects of selected pharmaceutically
active compounds on the ammonia oxidizing bacterium Nitrosomonas
europaea. Chemosphere 2011, 82 (4), 565−572.
(47) Zumft, W. G. Cell biology and molecular basis of denitrification.
Microbiol. Mol. Biol. Rev. 1997, 61 (4), 533−616.
(48) Imlay, J. A. Pathways of oxidative damage. Annu. Rev. Microbiol.
2003, 57, 395−418.
(49) Dumas, E. M.; Ozenne, V.; Mielke, R. E.; Nadeau, J. L. Toxicity
of CdTe Quantum Dots in Bacterial Strains. IEEE Trans. Nanobiosci.
2009, 8 (1), 58−64.
(50) Klaine, S. J.; Alvarez, P. J.; Batley, G. E.; Fernandes, T. F.;
Handy, R. D.; Lyon, D. Y.; Mahendra, S.; McLaughlin, M. J.; Lead, J.
R. Nanomaterials in the Environment: Behavior, Fate, Bioavailability,
and Effects. Environ. Toxicol. Chem. 2008, 27 (9), 1825−1851.
(51) Poole, R. K.; Hill, S. Respiratory protection of nitrogenase
activity in Azotobacter vinelandii - Roles of the terminal oxidases. Biosci.
Rep. 1997, 17 (3), 303−317.
(52) Hooper, A. B.; Terry, K. R. Hydroxylamine Oxidoreductase
from Nitrosomonas - Inactivation by Hydrogen-Peroxide. Biochemistry
1977, 16 (3), 455−459.
(53) Alqueres, S. M. C.; Oliveira, J. H. M.; Nogueira, E. M.; Guedes,
H. V.; Oliveira, P. L.; Camara, F.; Baldani, J. I.; Martins, O. B.
Antioxidant pathways are up-regulated during biological nitrogen
fixation to prevent ROS-induced nitrogenase inhibition in Gluconace-
tobacter diazotrophicus. Arch. Microbiol. 2010, 192 (10), 835−841.
(54) Manchado, M.; Michan, C.; Pueyo, C. Hydrogen peroxide
activates the SoxRS regulon in vivo. J. Bacteriol. 2000, 182 (23), 6842−
6844.
(55) Chwa, M.; Atilano, S. R.; Hertzog, D.; Zheng, H.; Langberg, J.;
Kim, D. W.; Kenney, M. C. Hypersensitive response to oxidative stress

Environmental Science & Technology Article

dx.doi.org/10.1021/es203485f | Environ. Sci. Technol. 2012, 46, 3433−34413440



in keratoconus corneal fibroblasts. Invest. Ophthalmol. Visual Sci. 2008,
49 (10), 4361−4369.
(56) Hu, Y. L.; Corbett, M. C.; Fay, A. W.; Webber, J. A.; Hedman,
B.; Hodgson, K. O.; Ribbe, M. W. Nitrogenase reactivity with P-cluster
variants. Proc. Natl. Acad. Sci. U.S.A. 2005, 102 (39), 13825−13830.
(57) Bergerse, F. J. Quantitative Relationship between Nitrogen
Fixation and Acetylene-Reduction Assay. Aust. J. Biol. Sci. 1970, 23 (5),
1015−1026.
(58) Orikasa, Y.; Nodasaka, Y.; Ohyama, T.; Okuyama, H.; Ichise, N.;
Yumoto, I.; Morita, N.; Wei, M.; Ohwada, T. Enhancement of the
nitrogen fixation efficiency of genetically-engineered Rhizobium with
high catalase activity. J. Biosci. Bioeng. 2010, 110 (4), 397−402.
(59) Arp, D. J.; Sayavedra-Soto, L. A.; Hommes, N. G. Molecular
biology and biochemistry of ammonia oxidation by Nitrosomonas
europaea. Arch. Microbiol. 2002, 178 (4), 250−255.
(60) Arp, D. J.; Chain, P. S. G.; Klotz, M. G. The impact of genome
analyses on our understanding of ammonia-oxidizing bacteria. Annu.
Rev. Microbiol. 2007, 61, 503−528.
(61) Radniecki, T. S.; Semprini, L.; Dolan, M. E. Expression of merA,
trxA, amoA, and hao in continuously cultured Nitrosomonas europaea
cells exposed to cadmium sulfate additions. Biotechnol. Bioeng. 2009,
104 (5), 1004−11.
(62) Park, S.; Ely, R. L. Candidate stress genes of Nitrosomonas
europaea for monitoring inhibition of nitrification by heavy metals.
Appl. Environ. Microbiol. 2008, 74 (17), 5475−5482.
(63) Cecen, F.; Semerci, N.; Geyik, A. G. Inhibition of respiration
and distribution of Cd, Pb, Hg, Ag and Cr species in a nitrifying
sludge. J. Hazard. Mater. 2010, 178 (1−3), 619−627.

Environmental Science & Technology Article

dx.doi.org/10.1021/es203485f | Environ. Sci. Technol. 2012, 46, 3433−34413441


